ABSTRACT Chromobacterium sp. nov. strains MWU13-2610 and MWU14-2602 were isolated from cranberry bogs in the Cape Cod National Seashore. These nonpigmented bacteria represent two new presumptive species of the rapidly growing genus Chromobacterium. Gene homologs are present for multiple antibiotic resistance, virulence functions, and prophages.
potential antibiotic resistance genes, including those for ␤-lactamases, catalase (katG), drug efflux pumps, and aminoglycoside transferases. Although there is no indication that MWU13-2610 is pathogenic, it may contain virulence genes that encode type III secretion systems and the chaperone protein SicA. The genome of MWU14-2602 contains 4,448 predicted genes, of which 3,139 have predicted functions. It contains multiple potential antibiotic resistance genes, including those encoding catalases, drug efflux pumps, and aminoglycoside transferases. Both genomes were scanned for prophages using PHAST (13), and both contain prophage genes. MWU13-2610 has three complete prophages, and MWU14-2602 has one complete prophage genome. Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/EMBL/GenBank under the accession numbers PPTF00000000 (MWU13-2610) and PQWB00000000 (MWU14-2602). The versions described in this paper are PPTF01000000 and PQWB01000000, respectively.
